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Mechanism of Jianpi Qingre Huoxue Decoction in Treatment of Colorectal Cancer Based on Network
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Abstract: Objective By using network pharmacology and bioinformatics technology, to constructed the “component-
target—pathway” network relationship of Jianpi Qingre Huoxue decoction in the treatment of colorectal cancer, and
discuss the pharmacological mechanism of Jianpi Qingre Huoxue decoction in the treatment of colorectal cancer.
Methods The chemical constituents of Jianpi (ingre Huoxue decoction were screened by TCMID and TCMSP, and
the related targets were predicted and collected. The network of “active components—targets” was constructed and
analyzed by introducing into Cytoscape. OMIM, Gene Cards and DisGeNET databases were used to screen colorectal
cancer related targets, and the common targets with active component targets were chosen as potential therapeutic
targets. The therapeutic target PPl network was constructed by STRING, and the core therapeutic targets were
obtained by analysis. The core therapeutic targets were docked with the active components and verified by molecular
docking, and the biological function and KEGG pathway enrichment of the therapeutic targets were analyzed by
David. Results A total of 145 active components, 372 corresponding targets and 119 targets related to the treatment

of colorectal cancer were obtained. Molecular docking showed that the active components have a strong ability to bind
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to therapeutic targets. Biological function annotation and KEGG analysis showed that it was involved in the regulation
of apoptosis, protein phosphorylation, cell proliferation, signal transduction, cell migration and PI3K- AKT
signaling pathway, Rapl signaling pathway, HIF-1 signaling pathway and so on. Conclusion Jianpi Qingre Huoxue
decoction may be active in treatment of colorectal cancer via acting on core targets such as SRC, PIK3CA, AKTI1,
MAPK1, and STAT3, and involving PI3K- AKT, Rapl, HIF-1 signaling pathways. This paper preliminarily
reveals the material basis and multi- component, multi—target and multi- pathway mechanism of Jianpi Qingre

Huoxue decoction in the treatment of colorectal cancer, which provides a new research idea for the treatment of

colorectal cancer with traditional Chinese medicine preseription.
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Figure 1 Active compound—target network of Jianpi Qingre Huoxue decoction
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Figure 2 PPI network of drug—disease common targets of Jianpi Qingre Huoxue decoction in the treatment of colorectal cancer
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