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Significance of Compatibility of Chinese Medicine Taking Rhubarb and
Coptis chinensis As an Example Based on System Pharmacology

LI Ying' WU Chengfang' CHEN Baolin' ZHU Yongping' *
(1. Guangxi University of Chinese Medicine Nanning 530011 Guangxi China;
2. Department of Cardiology Rukang hospital Guangxi University of Chinese Medicine Nanning 530000 Guangxi China)
Abstract: Objective Due to the characteristics of " multi — cause multi — effect and multi — target" of traditional Chi-
nese medicine it is difficult to clarify the specific reasons for the treatment of diseases by traditional Chinese medicine.
Methods: The TCMSP database and analysis platform were retrieved and the effective chemical constituents of Rhubarb and
Coptis chinensis were screened according to oral bioavailability( OB) and drug similarity( DL) . The target was confirmed
by DrugBank database. The CTD and Genecards databases were excavated to screen outthe targets related to gastric ul—
cer. Cytoscape 3. 6. 1 software was used to construct the protein interaction network diagram and compound target diagram
of Rhubarb — Coptis and screen out the key action targets and compounds of Rhubarb — Coptis by calculating the topologi—
cal parameters. The GO analysis and KEGG analysis of Rhubarb — Coptistargets were carried out using David database.
Results: Through screening 30 active ingredients and 100 active ingredient targets of Rhubarb — Coptis were obtained. To—
tally37 active ingredient targets acted on gastric ulcer 11 biological processes 5 cell components and 5 molecular func—
tions were obtained by GO analysis. A total of 37 signal pathways were obtained by KEGG analysis including NF - KB
signal pathway HIF —1 signal pathway colorectal cancer signal transduction pathway osteoclast differentiation signaling
pathway and Salmonella infection signal pathway. Conclusion The results of this study to some extent explain the signifi-
cance of TCM compatibility further reveal its mechanism and provide a reference for rational drug use in the next step.

Keywords: Rhubarb — Coptis chinensis; compatibility; systemic pharmacology; gastric ulcer
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